
• Create, analyse and annotate alignments for publication
• Visualize protein and nucleotide annotation and 
molecular structure 

• Predict secondary structure, disordered regions and 
functional sites in proteins

• Set up your own virtual bioinformatics analysis server
• Add Jalview to your website
• Extend Jalview for your own needs

Jalview is a workbench for creating and analysing 
sequence alignments that works with proteins, 
DNA, and RNA, and can visualise phylogenies, 
3D structures, and annotation on the alignment.

�e 4th Jalview and
JABA Residential
Workshop
Medical Sciences Teaching Centre
University of Oxford
12 - 13th December 2013

Registration costs £35
Includes dinner at St. Catherines College
+ special rate for overnight accommodation

http://bit.ly/jalviewOx2014

In this workshop, learn how to:

Registration closes 4th December 2013
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